Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.040; wR factor = 0.048; data-to-parameter ratio = 12.7.
Related literature
For related structures, see: Rivera et al. (2012 Rivera et al. ( , 2013b . For the synthesis of the title compound, see: Rivera et al. (2013a) . For reference bond-length data, see: Allen et al. (1987) . For hydrogen-bond graph-set nomenclature, see: Bernstein et al. (1995) . For Cremer-Pople ring-puckering parameters, see: Cremer & Pople (1975) . Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.048 S = 1.68 7053 reflections 556 parameters 7 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.31 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SUPERFLIP (Palatinus & Chapuis, 2007); program(s) used to refine structure: JANA2006 (Petříček et al., 2006 ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: JANA2006. and the two additional C atoms of the minor disordered chain could not be localized in difference Fourier map. Therefore, we did not introduce disorder into the structural model of the second molecule. The imidazolidine rings in both molecules adopt envelope conformations, as indicated by the ring-puckering parameters, Q(2) = 0.4293 (18) Å, φ(2) = 245.1 (2)° envelope on N4, and Q(2) = 0.433 (4) Å, φ(2) = 78.6 (4)° envelope on N3 (Cremer & Pople 1975) . In molecule A, the phenol rings form a dihedral angle of 67.25 (18)°, whereas the corresponding angle is 69.63 (13)° in the other. The 2-hydroxybenzyl ring forms dihedral angles of 79.55 (15) and 70.74 (15)° with the mean plane of the imidazolidine ring in molecule A, and 56.52 (17) and 75.51 (13)° in molecule B. The dihedral angles between the latter planes and the adjacent phenyl rings are 76.39 (17)° and 57.92 (17)°. All bond lengths (Allen et al.,1987) are normal and correspond to those observed in related compounds (Rivera et al., 2012 (Rivera et al., , 2013b .
In molecule A, the O1 and O4 o-hydroxybenzyl groups act as donors, forming S(6) hydrogen-bond motifs with the N3 and N1 nitrogen atoms (Bernstein et al. 1995) , while in molecule B, the hydrogen-bond donors are atoms O3 and O2, et al., 2012, 2013b) . However, the observed N4···O2 bond distance is slightly longer compared to the mean value [2.722 (3) Å] observed in the p-chloro derivative (Rivera et al., 2013c) . Intermolecular O5-H5···O1 and O6-H6···O4 hydrogen bonds also consolidate molecules in the crystal structure, Table 1 .
Experimental
Following our former methodology Rivera et al. (2013a) , salicylaldehyde was added to a stirred toluene solution of 2,2′-[propane-1,2-diylbis(iminomethanediyl)]diphenol in a molar ratio of 1.0:1.1. The resulting mixture was heated under reflux for 12 h. After cooling to room temperature, the solvent was evaporated on a rotary evaporator, the residue was cooled, and the precipitate was filtered off, washed with cold ethanol, dried in air, and recrystallized from ethanol, yielding colourless crystalline flakes, mp 167-168 °C. supplementary materials sup-2 . E69, o1295-o1296
Refinement
The imidazolidine ring was found to be disordered over two positions, with relative occupancies 0.7543 (7):0.2456 (3).
The C atoms of the both disorder components (minor and major) were refined harmonically with the ADP of C40′ equal to that of C40 and that of C26′ equal to ADP C26, due to the close proximity of these atoms. ADP values of the terminal C44 and C44′ methyl groups were refined independently. The distances C40-C26 and C40-C44 were kept equal to those of C40′-C26′ and C40′-C44′. The occupancies of the minor and major components refined so as to sum to unity.
The second molecule (B) exhibits a similar kind of disorder, but the relative occupancies of the methyl carbon refined to approximately 0.92 while the other methyl carbon occupancy was 0.08. Due to the very low occupancy of the minor component, we did not introduce disorder of the second molecule into the final structure model.
The hydroxyl H atoms were found in difference Fourier maps and their coordinates were refined with a distance restraint d(O-H) = 0.878 Å with σ 0.01. All other H atoms were kept in the geometrically correct positions with C-H = 0.96 A. The isotropic atomic displacement parameters of H atoms were evaluated as 1.2U eq of the parent atom. 
Computing details

Figure 2
A perspective view of the molecule B of the title compound. Displacement ellipsoids are drawn at the 50% probability level and H atoms are shown as small spheres of arbitrary radii. T min = 0.505, T max = 1.000 15999 measured reflections 7053 independent reflections 5315 reflections with I > 3σ(I) 
2,2′-{[2-(2-Hydroxyphenyl)-4-methylimidazolidine-1,3-diyl]bis(methylene)}diphenol
R int = 0.027 θ max = 67.1°, θ min = 4.1°h = −24→28 k = −11→10 l = −41→40 Refinement Refinement on F R[F 2 > 2σ(F 2 )] = 0.040 wR(F 2 ) = 0.048 S = 1.
Special details
Experimental. CrysAlisPro, Agilent, 2010 Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm. Refinement. The refinement was carried out against all reflections. The conventional R-factor is always based on F. The goodness of fit as well as the weighted R-factor are based on F and F 2 for refinement carried out on F and F 2 , respectively. The threshold expression is used only for calculating R-factors etc. and it is not relevant to the choice of reflections for refinement. The program used for refinement, Jana2006, uses the weighting scheme based on the experimental expectations, see _refine_ls_weighting_details, that does not force S to be one. Therefore the values of S are usually larger than the ones from the SHELX program.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (14) 0.01694 (4) 0.0419 (5) (7) −0.0015 (7) C46 0.0301 (10) 0.0314 (9) 0.0290 (9) 0.0030 (8) 0.0111 (7) 0.0083 (7) C47 0.0438 (12) 0.0495 (12) 0.0319 (10) −0.0102 (10) 0.0074 (9) −0.0068 (9) C48 0.0333 (10) 0.0249 (9) 0.0233 (8) −0.0007 (8) 0.0073 (7) 0.0004 (6) C1 0.0244 (9) 0.0292 (9) 0.0268 (8) −0.0002 (8) 0.0081 (7) 0.0026 (7) C2 0.0312 (10) 0.0306 (9) 0.0237 (8) −0.0072 (8) 0.0102 (7) −0.0064 (7) C3 0.0607 (14) 0.0411 (11) 0.0287 (9) −0.0196 (11) 0.0173 (9) −0.0084 (8) C4
0.0696 (15) 0.0242 (10) 0.0299 (10) 0.0028 (10) 0.0102 (9) 0.0040 (7) C5 0.0285 (10) 0.0416 (11) 0.0329 (9) −0.0037 (9) 0.0046 (8) 0.0072 (8) C6 0.0780 (17) 0.0314 (11) 0.0403 (11) −0.0098 (12) 0.0275 (11) −0.0033 (8) C7 0.0351 (10) 0.0299 (9) 0.0279 (9) −0.0018 (8) 0.0056 (7) 0.0003 (7) C8 0.0290 (9) 0.0317 (9) 0.0274 (8) −0.0004 (8) 0.0102 (7) 0.0002 (7) C9 0.0379 (11) 0.0419 (11) 0.0397 (10) −0.0140 (9) 0.0184 (9) −0.0160 (8) C10
0.0202 (9) 0.0338 (10) 0.0260 (8) −0.0021 (8) 0.0047 (7) −0.0033 (7) C11 0.0825 (18) 0.0329 (11) 0.0263 (10) −0.0001 (11) 0.0089 (10) 0.0015 (8) C12 0.0304 (10) 0.0323 (10) 0.0297 (9) −0.0032 (8) 0.0041 (7) −0.0005 (7) C13 0.0352 (10) 0.0272 (9) 0.0230 (8) −0.0023 (8) 0.0111 (7) 0.0025 (7) C14 0.0345 (10) 0.0276 (9) 0.0219 (8) −0.0048 (8) 0.0071 (7) −0.0034 (7) C15 0.0586 (14) 0.0296 (10) 0.0278 (9) −0.0006 (10) 0.0109 (9) −0.0007 (7) C16 0.0466 (12) 0.0350 (11) 0.0311 (9) 0.0101 (10) 0.0026 (9) 0.0021 (8) C17 0.0268 (9) 0.0286 (9) 0.0263 (8) 0.0009 (8) 0.0095 (7) 0.0069 (7) C18 0.0430 (11) 0.0288 (9) 0.0326 (9) 0.0040 (9) 0.0140 (8) 0.0068 (7) C19 0.0485 (12) 0.0352 (10) 0.0260 (9) −0.0087 (9) 0.0063 (8) 0.0026 (8) C20
0.0532 (13) 0.0447 (12) 0.0296 (10) 0.0138 (10) 0.0004 (9) −0.0035 (8) C21
0.0423 (12) 0.0368 (10) 0.0288 (9) −0.0073 (9) 0.0073 (8) 0.0017 (8) C22 0.0331 (10) 0.0286 (9) 0.0257 (8) −0.0065 (8) 0.0074 (7) −0.0020 (7) C23 0.0408 (12) 0.0339 (10) 0.0445 (11) −0.0013 (9) 0.0179 (9) −0.0031 (8) C24 0.0419 (11) 0.0328 (10) 0.0331 (9) 0.0023 (9) 0.0149 (8) 0.0010 (8) C25
0.0284 (10) 0.0352 (10) 0.0317 (9) 0.0024 (8) 0.0100 (8) 0.0046 (7) C26 0.0286 (17) 0.0292 (10) 0.0274 (9) −0.001 (2) 0.0069 (11) 0.0027 (8) C26′ 0.0286 (17) 0.0292 (10) 0.0274 (9) −0.001 (2) 0.0069 (11) 0.0027 (8) C27 0.0372 (11) 0.0279 (9) 0.0335 (9) 0.0035 (8) 0.0106 (8) 0.0063 (7) C28 0.0270 (9) 0.0335 (10) 0.0317 (9) 0.0008 (8) 0.0130 (7) 0.0029 (7) C29 0.0321 (10) 0.0313 (9) 0.0276 (9) −0.0044 (8) 0.0069 (7) −0.0031 (7) C30 0.0405 (11) 0.0320 (10) 0.0294 (9) −0.0052 (9) 0.0105 (8) −0.0012 (7) C31 0.0381 (11) 0.0324 (10) 0.0352 (10) 0.0004 (9) 0.0108 (8) (3) C45-O1-H1 106.7 (13) N3-C26′-H1C26 116.81 C46-O2-H2 106.0 (13) N3-C26′-H1C26′ 113.51 C7-O3-H3 102.9 (13) C26-C26′-C40 102 (3) C29-O4-H4 104.5 (11) C26-C26′-C40′ 76 (3) C14-O5-H5 110.5 (11) C26-C26′-C44′ 163 (7) C12-O6-H6 106.6 (15) C26-C26′-H1C26 112.21 C1-N2-C18 107.53 (13) C26-C26′-H1C26′ 59.85 C1-N2-C35 111.58 (13) C40-C26′-C40′ 26.1 (4) C18-N2-C35 115.78 (12) C40-C26′-C44′ 86.0 (7) C8-N3-C10 113.25 (13) C40-C26′-H1C26 128.59 C8-N3-C26 112.5 (2) C40-C26′-H1C26′ 130.97 C8-N3-C26′ 118.3 (7) C40′-C26′-C44′ 111.2 (9) C10-N3-C26 103.0 (2) C40′-C26′-H1C26 142.25 C10-N3-C26′ 106.9 (7) C40′-C26′-H1C26′ 115.17 C26-N3-C26′ 10.6 (4) C44′-C26′-H1C26 52.38 C1-N4-C27 102.83 ( 
